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In this paper we studied the transport properties of a finite homogeneous fragments of
DNA composed by N base pairs of Guanine (poly (G)) and Cytosine (poly (C)) connected
to two semi-infinite leads. We study these molecules adopting different models within a
nearest neighbour tight-binding approach. We proposed a semi-analytic method for the
calculation of the transport properties of DNA molecules by using Green’s function tech-
niques within a real-space renormalization scheme. We studied the transmission probabil-
ity, the I-V characteristics and the Noise power of current fluctuations as a function of
intrasite and DNA-leads coupling parameters. Our results show different transport regimes
for these molecular systems as a function of the coupling intensities, exhibiting metal-
semiconductor transitions.

© 2012 Elsevier B.V. All rights reserved.

1. Introduction

In the last decades, there has been an increasing interest
in the study of molecular electronic devices. In the litera-
ture, it is possible to find several proposed systems such
as carbon nanotubes [1], organic molecules [2] and DNA
molecules attached to metallic contacts [3-17]. All these
systems exhibit interesting electronic behaviours useful
for the development of new technological applications.

In particular, the transport properties of DNA molecules
is still an interesting and controversial issue, due to the
diversity of electronic behaviours reported by a variety of
experimental studies. Those reports show that depending
on the type and composition of the considered systems,
the DNA molecules behave as superconducting [3], metal
[4-8], semiconductor [9-15] or insulator [16,17].

Electronic transport in DNA molecules can be consid-
ered as discrete jumps between pairs of nucleotide bases.
The two strands representing the double helix structure
of DNA form two channels of propagation of the electrons
[18], which can be controlled by applying gate voltages
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over the molecules. The current passing through these
molecular systems is, in general, a non-linear function of
the applied voltages. Due to this non-linear behaviour, it
is possible to observe quantum fluctuations in the trans-
port properties of DNA systems. In the absence of scatter-
ing processes, these fluctuations are known as the noise
power spectrum which, in a steady state, is described by
the Shot noise. The noise power provides an important
information about the electronic correlation by means of
the Fano factor (F), which indicates whether the magnitude
of the noise reaches a Poisson (F=1) or sub-poisson
(F < 1) limits [19].

In this work we propose a semi-analytic method for the
calculation of the transport properties of DNA molecules.
By using a nearest neighbour tight binding Hamiltonian
and based on the Green’s function formalisms, we calcu-
lated the transmission probability, the I-V characteristics,
the Shot noise and the Fano factor of molecules composed
by homogeneous segments of pairs of basis poly (G) and
poly (C), connected to two semi-infinities metallic con-
tacts, as it is shown in Fig. 1.

To describe these molecules we have adopted the
Fishbone (Fig. 1b) and the Ladder model (Fig. 1c). Both
representations consider the DNA molecules as a planar
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Fig. 1. (a) Flat segment of DNA molecule, (b) Fishbone model and (c)
Ladder model.

structures composed by N unit cells coupling to the leads.
By applying real-space renormalization techniques, we ob-
tain one-dimensional effective models for which we analyt-
ically determined the transmission coefficients [20]. With
this expression, we numerically calculate the I-V character-
istics, the Shot noise and the Fano factor, reducing effi-
ciently the computational time of calculus. We have
focused our analysis in the modulations of the transport
properties as a function of the intrasite and the DNA-leads
coupling potentials. Our results show different electronic
behaviours as a function of the coupling intensities,
exhibiting transitions between metal and semiconductor
regimes.

2. Formalism

We have studied the transport properties of DNA mole-
cules by using the Landauer-Biittiker [19,21] formalism
based on Green'’s function techniques within a real-space
renormalization  approach  (decimation procedure)
[22,23]. In this scheme, the Fishbone and Ladder DNA rep-
resentations are transformed into an effective linear mono-
atomic chain, as it is shown in Fig. 2.

R

L

Fig. 2. Effective one-dimensional model: linear monoatomic chain of N
sites connected to two metallic leads.

The Green'’s function of the DNA molecules coupled to
the leads are calculated by using the Dyson equation
G = G* + G°(Z; + Zx)G, where G is the bare Green’s func-
tion of the isolated DNA molecule and X; and X; are the
self-energies of the left and right lead, respectively.

In a general approach, the transmission probability can
be obtained by using the Fischer-Lee [21] relationship,
which is given by:

T(E) = Tr [FLGTRG”]. (1)

where I''® —j (2“’“ — >HR1) s the spectral matrix density
of the left (right) lead, which has non-null elements only
for I't, and I'%,, respectively.

Due to the systems can be renormalized into an effec-
tive linear chain, the transmission probability can be writ-
ten as:

T(E) = I'iy |Gy )
where G} is given by:
Q°
W= - 3)

(1 - ELG?1) (1 - ZRG,OVN) — >lyR (G?N>2

The Green’s function GJ, Gy and G%, can be analytically
determined by using the renormalization techniques. In
our calculations we take X' = =* = —ir/2, and G5 = G%,,

so we can rewrite the Eq. (2) as:
2
2 (~0
FT <G1N>

1406%]" +2 (¢ 2"
[ +7 NN] +T< 1N>
The current passing through the DNA molecules can be
considered as a scattering process of an electron between

the leads. Using the Landauer formalism, the I-V character-
istics can be obtained by the following expression [21,24]:

T(E) =

(4)

) =% [ G-t (5)

where fi ) is the Fermi-Dirac distribution function given
by fir) = f(E — py ), where p = Ef +V/2 is the chemi-
cal potential. For simplicity we have assumed that the bias
voltage drops at the DNA-lead interfaces. This assumption
does not affect the qualitative behaviour of the I-V charac-
teristics of these molecular systems.

The noise power of current fluctuations (NPCF) is calcu-
lated by the expression [19,24]:

S=5 / CTEGA ) (- )

00

+T(E){1 — T(E)}(f, — fo)*)dE (6)

where Sy = 27%; The first two terms of this equation corre-
spond to the equilibrium noise contribution and the last
term gives the non-equilibrium or Shot noise contribution
to the power spectrum. By calculating the NPCF (S), and the
total current flowing through the DNA molecules, we can
evaluate the Fano factor F by the following relationship
[19]:
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S
F= el (7)
For F =1, the Shot noise achieves the Poisson limit for
which there is not a correlation between the charge carri-
ers. On the other hand, for F < 1, the Shot noise achieves
the sub-Poisson limit and it provides the information about
the quantum correlation of the charge carriers [26].

2.1. Fishbone model

In the Fishbone model [25] the DNA molecules are de-
scribed by N unit cells, each one composed by three atomic
sites, one site corresponds to the base pair poly (G)-poly
(C) and the two lateral sites correspond to the backbone
formed by sugar-phosphate molecules. Due to the strong
coupling between the poly (G) and poly (C) bases, this
model considers the DNA molecules as a linear chain with
an effective on-site energy ¢, and an intersite coupling t.
Each site in this monoatomic sequence is coupled to a
backbone molecule by a potential t,. The on-site energies
of the backbone are labelled as ¢,, where o = u,d corre-
spond to upper and lower molecules respectively, Fig. 1b.

In this model the single-band tight-binding Hamilto-
nian is given by H = Hpns + Hc + H;. The term Hpya repre-
sents the DNA molecule, H¢ is the lead contribution and
H; is the molecule-lead interaction, which are given by:

HC = Z ngl' Cl)r(/f Ck/f

B=LR ky

H = Z(VLC;TQ(L + VzdileJ + Z(VRCLLdN + VEd,TVCkR) (8)
k. ke

where c,tm is the creation operator of an electron in a state
\

ki) and energy &, and d} is the creation operator of an
electron at the site i in the DNA molecule. The coupling be-
tween each lead (left and right) with the DNA is given by
the term VL(R)-

By using the decimation procedure, it is straightforward
to transform Hppn4 in a Hamiltonian corresponding to a one-
dimensional chain with N sites with effective on-sites
energies given by:

t2 t2 ©)
E—¢, E—-¢4
With this consideration, the effective Hamiltonian of the
DNA molecule can be written as:
Hapn =ty (dzdum + dzpr])di) + &(E)did;, (10)
i i

&(E) = &0 +

where t, =t = t’ is the coupling between sites of the new
effective chain, Fig. 2.

In order to obtain the transmission probability of Eq. (4)
we must calculate the matrix element G},. By using the
Dyson equation it can be shown [27] that:

T — G;([J\]
et (1 - zlcq‘i) (1 - ZRG,(?N) — xlsR (cq‘;,)z '

The bare Green’s function elements of the DNA molecule
[GrO(E)] ~can be analytically calculated. For brevity we
ij

quote only the matrix elements Gy, G}5 and Giy:

Gin(E) = (Un(x)ta) ™", (11)

T T 1 Un-
G(E) = Gih(E) =t (12)

where the Uy(x) are the generalized Chebyshev polynomi-

als that satisfy the recurrence relation Uy, (x) = 2xUy(x)

—Un_1(x), with Up = 1 and U; = 2x. Here x = 1/2g,t, with:
(E—&u)(E— &)

(E— €0) [(E — &) (E — &a) — 263

8 = (13)

and & = (& + &4)/2.
The transmission probability can be written in a com-
pact form as,

r*e[uy?
BU; ~ U + 5]+ TaUnUn o

T(E) = (14)

where I' = Ik, = I'®,..

If | <1, Uy =sin[(N+ 1)9]/sind with ¢ = cos™'(x)
and if |x| > 1, Uy = sinh [(N + 1)¢]/sinh ¢ with ¢ = cosh™
z(x).

By making a simple analysis on the above equation we
can observe that if ¢ — oo then T(E) — 0 as T(E) oc e N
With this expression for the transmission probability, we
calculate the I-V characteristics, the Shot noise and the
Fano factor of DNA molecules within this model.

2.2. Ladder model

In this model, the DNA molecules are described by two
linear atomic chains (up and down) composed of N sites,
laterally coupled between each other by an intrasite poten-
tial /. These chains represent the poly (G) and poly (C)
bases of the DNA, respectively. The intersite potential for
the poly (G) chain is taken as t; = t,, whereas for the poly
(C) chain is taken as t. = tyg. The onsite energies for each
linear chain are considered by &; = &, and &c = &;. In this
description of the DNA, the backbone molecules are taken
into account implicitly within the onsite energies terms for
each base.

With the above considerations, the full system is de-
scribed by a tight-binding Hamiltonian given by
H = Hpna + H;, + H,, with:

Hpna = Z Ly (ai‘ﬁa((xiﬂ) + a?}iuaf‘) + Z Saaf‘ta?

io=u.d o=u,d
+Ay (a,?”a,-d + a;”af‘) (15)
i
He = el Ci + > ek Ch Ciy (16)
ky kg

H= Y (TLCZZa‘;%TzafTa%)

kyoa=u,d
+ Y (Teelay + Traifes,) (17)
kg.o=u,d

where a' is the creation operator of an electron at site i
corresponding to the o = u,d base, ¢, is the onsite energy
of the « base, the operator cim is the creation operator of



J.H. Ojeda et al./Organic Electronics 13 (2012) 1420-1429 1423

an electron in a state ki and energy &l and Ty is the
coupling between each lead with the DNA molecule.

By using the decimation procedure, we can transform
the ladder representation into an effective one-dimen-
sional chain of sites, obtaining renormalized local Green’s
functions and effective intersite couplings which contain
all the information of the planar DNA molecule. In order
to obtain the transmission probability given by Eq. (4),
we determine the Green's functions G\%,G} and Gy, of
the effective linear chain.

The following equations for each Gy are obtained (see
Appendix for the complete deduction of these
expressions):

2 N-1

Gin = % (18)

G = ﬁ (19)

where

Dj =2xDj 1 — Dj_; (20)

for j > 3 and with the initial conditions:

D; = 2x

D, =4x* —a (21)

with

RN TR ] 22)
85ta g3t g3t

Here, gd, fs,g¢ and f; are the renormalized Green’s func-
tion and intersite potential for the down chain. The same
expressions can be obtained for the up chain.

By calculating recursively the above expressions, we
can determine semi-analytically the transmission proba-
bility for an electron passing through the DNA molecule.
By using these results we numerically calculate the -V
characteristic, the Shot noise and the Fano factor of the
considered systems. These results are shown further in this
paper.

3. Results
3.1. Fishbone model

Results of the transmission coefficient as a function of
the energy, for a system composed by N = 10 pairs of bases
and for different values of intrasite coupling t;,, are dis-
played in the upper panel of Fig. 3. In order to compare with
experimental measures [9] of homogeneous chains of poly
(G) and poly (C), we have taken the DNA-leads coupling
I =t,, the temperature T =0 K, the intersite potential
t, = 0.54 eV and the onsite energies by ¢y = &, = ¢4 = 0.

By using the analytic results given by Eq. (14) it is easy
to understand the results for the transmission probability.
The gap of the transmission can be determined by analys-
ing the limit |x| = 1 in the argument of the Chebyshev poly-
nomials. This equation gives four energy values which
define two bands and a gap region where the transmission
is null. The values of these energies are:
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05
ol SR S T S PRI PR PR S R [ S N
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05F
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Fig. 3. Upper panel: Transmission probability for different values of
intrasite coupling ty, for I' = t,, temperature T = 0 K, t, = 0.54 eV,N = 10.
Contour plots: (a) [-V characteristic /Iy, (b) Shot noise S/Sp and (c) Fano
factor F as a function of bias voltage and intrasite coupling potential ¢, for
the same parameters.
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E; = —to — toy/T + 2(tp/ta)
Ey = tq — to/T+2(tp/t,)

E3 = —to + tan/ 1+ 2(ts/ta)

Ey =to+tay/1+2(ty/to) (23)

The transmission spectrum presents two symmetric bands
of width W = 2t,, exhibiting a finite number of unitary
peaks at some defined energies. These energy values can
be obtained by solving the transcendental equation
T(E) = 1, with T(E) given by Eq. (14). The bands are sepa-
rated by a gap of width

t 2
A =2t, ”2<Fb) -1

a

that depends of both the intrasite and intersite coupling
parameters. This result indicates that the DNA molecules
could behave as a semiconductor or metal depending on
these coupling potentials, in accordance with results previ-
ously reported [25]. There are two regions determined by
the ratio t,/t,, for t,/t, < 1 the gap has a quadratic depen-
dence of t,, when this coupling is increased and t,/t, > 1,
gap shows a linear dependence with the intrasite coupling.
In this plot it is possible to observe the behaviour of the
gap width with the intrasite potential .

The same parameter dependence is reflected in the I-V
characteristic, the Shot noise and Fano factor, as it can be
seen in the corresponding (a), (b) and (c) contour plots of
Fig. 3. The t, dependence of the gap width is clearly exhib-
ited in the I-V characteristic and the Shot noise curves.
Nevertheless, there is a notorious difference between these
two transport properties due to the oscillations exhibited
by the Shot noise in a determined range of parameters.
This behaviour is produced due to the quantum fluctua-
tions of the current as a function of the bias voltage, which
are mainly determined by the quantum correlation be-
tween the electrons within the molecules. For a better
analysis of this fact, we have calculated the Fano factor F,
which indicates the presence (or not) of a correlation be-
tween the carriers in the systems. It is well known that
for F=1 the Shot noise presents a Poissonian regime
and, as a consequence, there is not correlation between
electrons into the DNA molecule. This happens for zero
current and for a certain range of values of intrasite hop-
ping t, and bias voltage V. On the other hand, for F < 1,
the Shot noise presents a sub-Poissonian limit and it is ex-
pected non-null quantum carrier correlations. This hap-
pens when the current increases as a function of the bias
voltage V, for different values of the intrasite potential t,.

In what follow we analyse the effect of the DNA-lead
coupling on the transport properties of DNA molecules.
Theoretical results about contact-dependent effects and
tunneling currents through DNA molecules have been re-
ported before by Macia et al. [28], they demonstrates the
importance of contact effects on turn-on currents charac-
teristics. Results of the transmission probability as a func-
tion of the Fermi energy, for a system composed by N = 10
pairs of bases poly (G) and poly (C) and for different values
of the DNA-lead coupling I', are displayed in the upper
panel of Fig. 4. In order to compare with experimental

measurement [9], we have fixed the couplings
ts=0.54¢eV and t, =0.75 eV and the onsite energies
& = & = & = 0 with the temperature T = 0 K.

The probability of transmission shows a strong depen-
dence on the DNA-lead coupling strength, for I' < t, the
chain is weakly linked to the leads and a series of N well
defined transmission resonances of unit height appear.
This is a regime of resonant tunnelling where the reso-
nances correspond to the energies of the quasi-bound elec-
tronic states confined in a molecular wire of N atomic sites.
For strong coupling I" >> t, the electronic structure is mod-
ified significantly, which leads to resonances shifted and
broadened and not related to the isolated molecular levels.
In this strong coupling regime the number of resonances is
N — 2, indicating the hybridization between the end sites
of the chain and the leads. For the critical value I' = t,
the transmission is maximum for all energies within the
side bands.

Contour plots in Fig. 4 show current-voltage character-
istics I/Io, Shot noise S/Sp and Fano factor F as a function of
the lead-DNA coupling strength I" and the bias voltage. We
note that the maximum current amplitude occurs around
the critical value of I' = t,, for which the mean value of
the transmission is maximum within the band. On the
other hand, the contour plot for S/S, shows two areas
where the noise power of the current fluctuation is large.
These areas correspond to values of I' for which the
DNA-lead coupling is either weak or strong. This can be ex-
plained by considering the mean value of the Shot noise at
temperature T = 0, per energy range AE equal to the band-
width W. With this consideration, S = T(1 — T)AE will be
maximum if dS/dT = (1 — T)AE — TAE =0, and therefore
Smax is found when T = 1/2. The Shot noise goes from the
Poisson limit (F = 1) to the sub-Poisson limit (F < 1) as
long as we cross the threshold voltage determined by the
transmission gap. This emphasizes that the electrons are
correlated after the tunnelling process has occurred. We
also observe an area for coupling values around I = t,,
where the Fano factor and the noise power of the current
fluctuations reaches minimum values. For these values
the electronic correlation will be maximum.

In Fig. 5 we show the behaviour of the current (I), the
Shot noise (S) and Fano factor (F) as a function of the mol-
ecule length. For T =0 K and I" = 0.025 eV it is observed
that the current shows staircase-like structure as a func-
tion of the applied bias voltage. This is due to the sharp res-
onances those appear in the transmission spectrum in this
weak DNA-lead coupling limit. The number of steps is
equal to the number of atomic sites considered. As the
number of poly (G) and poly (C) base-pairs in the chain is
increased, the transport properties that we have been dis-
cussing are not affected.

3.2. Ladder model

Results of the transmission probability as a function of
the Fermi energy, for a system composed by N = 10 pairs
of bases poly (G) and poly (C) and for different values of
the intrasite coupling /, are displayed in the upper panel
of Fig. 6. In order to reproduce experimental measurements,
in this model we have taken the temperature T = 0 K, the
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Fig. 4. Upper panel: transmission probability for different values of the
lead-DNA coupling strength I' for a N =10 DNA molecule with fixed
values of hopping parameters t, =0.54 eV.t, =0.75eV and T=0K.
Contour plots: (a) [-V characteristic I/Io, (b) Shot noise S/Sy and (c) Fano
factor F as a function of I" and the bias voltage.

onsite energies ¢ = 1.14 eV, & = —1.06 eV and the inter-
site potential . = t; = 7 = 0.27 eV [9,29-32].

It is possible to observe that the amplitude of the trans-
mission probability changes as the intrasite coupling 4 is
increased. This behaviour can be explained by examining
the effective one dimensional chain obtained after the dec-
imation procedure, where the renormalized intersite cou-
pling and the renormalized local Green’s functions
depend on the coupling /. (see Appendix), and therefore,
it affects the total transmission of the electrons through
the system.

On the other hand, our results exhibit a non-linear gap-
width dependence on the intrasite coupling /. In order to
explain this behaviour, we can describe the system by
using an effective model formed by two linear chains of
sites (up and down) interconnected between each other
by a coupling /, and connected to two leads by a coupling
I'. We have considered an intersite coupling potential
equal to 7, as is it shown in Fig. 2.

It is possible to decouple these two chains by using a
base of wavefunctions which allows us to diagonalize the
Hamiltonian of the isolate DNA molecule. We obtain two
independent effective linear chains, with onsite energies
given by:

g = Bate) 1S e 422 (24)
2 2

where these two energies ¢. correspond to the center of

each band of the transmission probability of Fig. 6.

Within this effective model, it is expected that electrons
can propagate into the system as plane waves of the form:
Y, = o, e + B, e ™=/, where x, are taken as normalized
wavevectors, and o.. and #, are amplitudes of probability.
In the tight-binding approximation, the energy dispersion
relationship of these chains can be considered by:
& — & = 271 cos k.. The band edges are determined by the
condition: | (¢ — €.)/27 |= 1, which gives us the following
set of solutions:

Ei=¢, +271
E,=¢, - 271
Es=¢_+21
Es=¢ 21 (25)

By using these expressions, we can determine the width of
the two bands in the transmission probability. By taking
the differences E; —E, and E; —E, we obtain the
bandwidth W = 47 in concordance with results of previous
reports [33,25]. The gap of the transmission is obtained by
taking the difference E, — E3, which shows a dependence
on the intrasite coupling /. given by the expression:

A=E;—Es =\/(y— )" +44% — 41 (26)

From the above expression, it is clear that for A = 0 the gap
still has a non-null value: A =| ¢, — ¢4 | —47.

The gap behaviour of the transmission probability as a
function of the coupling 4 is reflected in the I-V characteristic,
the Shot noise and the Fano factor, as it is shown in the corre-
sponding (a), (b) and (c) contour plots of Fig. 6. By analysing
the limits of the Eq. (26), it is possible to understand the
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Fig. 5. (a) I-V characteristics I/Io, (b) Shot noise S/S, and (c) Fano factor F,
for different molecule lengths. The hopping parameters are t, =
0.54 eV.,t, = 0.75 eV and DNA-lead coupling I = 0.025 eV for T =0 K.

gap of these transport properties. For 1 < (&, — &q) the gap is
A~ {] (eu—&4) | [1+22%/(eu — &a)’] — 47}, indicating a
quadratic dependence with 7, whereas for 1 >| ¢, — &4 | the
gapis A ~ 2/ — 4r, indicating a linear evolution as a function
of the intrasite coupling.

On the other hand, in the contour plot for the current-
voltage characteristics I/l we note that the maximum cur-
rent amplitude occurs in the range of 4 between 0.1 eV and
0.5 eV, for which the transmission probability is maximum
within the bands. The contour plot for the Shot noise S/S,
shows a region where the noise power is large, correspond-
ing to values of 4 between 0.8 eV and 1.3 eV approxi-
mately. As we have discussed before in the Fishbone
model, Spax occurs when T = 1/2. The Shot noise goes from
the Poisson limit (F = 1) to the sub-Poisson limit (F < 1) as
long as we cross the threshold voltage determined by the
transmission gap. This again emphasizes the correlation
between electrons after the tunnelling process has
occurred.

In what follows, we analyse the same molecule but now
considering the intrasite coupling 4 constant and modify-
ing the DNA-leads coupling I'. Results of the transmission
probability as a function of the Fermi energy are exhibit
in the upper panel of Fig. 7. It is possible to observe that
the gap and the bandwidth of the transmission probability
remain constant as I’ is increased. This can be seen in the
expressions given by Eqgs. (25) and (26).

The amplitude and the number of resonances in the
transmission curves vary as the coupling I' is modified.
In the limit of weak DNA-leads coupling, I' < 7, the system
is in a resonant tunnelling regime and therefore there are N
unitary transmission peaks, one for each nucleus base in
the considered molecule. On the other hand, for I > ©
there is a strong coupling between the DNA molecule
and the leads with the corresponding hybridization of the
end sites of the molecule and the continuum of energies
in the leads. As a consequence of this strong coupling,
the molecular states are broadened and only N — 2 reso-
nances in the transmission curves are obtained [34,35].
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Fig. 6. Upper panel: transmission probability for different values of
intrasite coupling /, for t; =t =7 =0.27 eV,T =0 K,I' = 7,N = 10. Con-
tour plots: (a) I-V characteristic I/Io, (b) Shot noise S/So and (c) Fano
factor F as a function of bias voltage and intrasite coupling potential A.
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and (c) Factor Fano F as a function of bias voltage and DNA-leads coupling
T.

Contour plots in Fig. 7 show (a) current-voltage charac-
teristics I/Ip, (b) Shot noise S/Sp and (c) Fano factor F as a
function of the lead-DNA coupling strength I and the bias
voltage. In the Fig. 7a, it is observed a maximum amplitude
in the I-V characteristics when the DNA-leads coupling
reach the critical value I' = 7. The contour plot of the Shot
noise presents two areas where the Noise power is
large. These areas correspond to values of I' between
0.1 eV —-0.15eVand 0.6 eV — 1 eV for which the mean va-
lue of the transmission probability, as we discuss before, is
T = 1/2. This is reflected in the Fano factor, where it is pos-
sible to observe a lower carrier correlation in the same
range of values of I".

In summary in this paper we have proposed a semi-
analytic method for the calculation of the transport
properties of homogeneous DNA molecules. We have
studied these molecules by adopting two different models:
Fishbone and Ladder models, within a nearest neighbour
tight-binding approach. By using Green’s function tech-
niques within a real-space renormalization scheme, we
have calculated the transmission probability, the -V
characteristics, the noise power of current fluctuations
and Fano factor of a finite fragment of DNA composed by
N base pairs of Guanine (poly (G)) and Cytosine (poly
(C)) connected to two semi-infinite leads. These properties
have been studied as a function of intrasite and DNA-leads
coupling parameters in both models. Our results show
different transport regimes for these molecular systems
as a function of the coupling intensities, exhibiting
metal-semiconductor transitions in good agreement with
experimental results [9].

The authors acknowledge to Dr. F. Dominguez-Adame
for a helpful discussions. This work was financial
supported by USM Internal Grant No. 110971, FONDECYT
Program, Grants Nos. 11090212, 1100560 and 1100672,
and DIN-UPTC.

Appendix A. Green’s function G;y for Ladder model

The decimation procedure is started by writing the local
Green'’s functions for each chain by:

g_ 1
0 E—¢&4
1

go*E—su

(A1)

where d,u represent down and up chain respectively.
According to the ladder model, the Green’s functions Gj
for the first sites of both chains (labeled by 0) are given by:

Ggo =g +ggth?0 +£54Gogg

Goo = &6 + &6tuGlo +ggngO (A2)

Similar expressions can be obtained for the Green'’s
functions GY,,GY,,G5,,Gh,, etc. By decoupling the above
equations, it is possible to determine the effective local
Green'’s function and its corresponding effective inter-site
coupling. The resulting Green'’s functions and effective po-
tential for the end sites are given by:
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oa

=) 1-(git)’ + e
&0 = &o RV douo2
1 (g6tu)” — 85854
oty —te(gity)’ + 2 (g8’
t=f; = ta — ta(85tu) jtu t:5) (A3)
1— (ghtu)” + /g4
and for inner sites of the down chain they are given by:
gﬁg{ 12@m@2+@3}
0 &0
1-2(gytn)” — gigss?
ta(1-2(86)°) + (g8t
1-2(gtt,)” + /gt

For the upper chain, the renormalized Green'’s functions
are given by:

S ] 1 (gt + gl
&0 = 8o dr \2 Uugd 52
1 - (ghta)” — 86864
ot t(gin)’ + t(gd)”
t=t, = PR y (A.5)
1— (gdtq)” + 288
and for inner sites of the upper chain:
1 =2(glta)? + gl
gO :gO d 2 Ued 12
1 - 2(ghta)” — 86864
(1 - 2(g8ta)”) + (gd)’ta
1-2(gity)” + /gl

With the above expressions we determine the Green'’s
function Gy of the system. We have renamed g = gd
and t; = t; for the end sites of the chain. Then, we write
a set of equations for Gy with i = 1, N (N the total number
of atomic sites), given by:

t =t = (A.4)

t=t, =

(A6)

Gin = g%ﬂGzN
Gy = gngdGlN + gSGGm
Gsn =g taGon + gS@Gm

Gay = gSGGsN + ggﬂiGsw

Gwv = g4 + 84 taGy-1n (A7)
Rewriting the Eq. (A.7) we obtain:

2XG1N — GGZN =0

ZXGZN — G1N — G3N =0

2XGsy —Gon —Gan =0

2XG4N — G3N — GSN =0

2xGyy — atyGy_an =Y (A8)

where
Ty od
ZX:—AlA; a:—&? and y:—AgOA
85ta g5 ta g5 ta

Now, we take the Eq. (A.8) to calculate each term Gy, and
we obtain:

Y-t
GIN a ZXDN,1 — GDN,Z (Ag)
G — YDy 4
N 2xDy_1 — aDy_»
where

Dj = 2XDj,1 — Dj—2
For j > 3 and with the initial conditions:

D1:2X
D, =4x* —a

By using these equations we calculate semi-analytically
the transmission probability of an electron passing through
the DNA molecule.
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